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ani; Rapid & Accurate Sample Management

1IN EVERY 200 SAMPLES IS MIXED UP?

Itis estimated that 1 in every 200 samples is mixed up. Many of these mistakes originate outside the lab
and traditional quality checks are not enough to detect them. Sample mix-ups lead to incorrect results
and can damage a lab's reputation.

DOWNSTREAM MOLECULAR ANALYSIS IS UNSUCCESSFUL
IN 22.5% OF CASES?

Many samples fail downstream analysis due to low quantity or poor-quality DNA; meaning wasted time and
no results. DNA quality measurements based on absorbance detect nucleic acid rather than amplifiable
DNA fragments and often provide inaccurate results.

Agena can help. The iPLEX® Pro Sample Integrity
Panels provide sample identification, DNA
quantity and DNA quality information.

® FOR MOLECULAR DIAGNOSTIC LABS - Prevent sample mix-ups
and ensure DNA is of sufficient quality before expensive

downstream analysis.

-

® FOR BIOBANKS - Verify sample origin to prevent erroneous study findings.

B FOR TOXICOLOGY LABS - Detect fraudulent samples by matching submissions to
a reference genetic fingerprint.
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Three sample quality measurements
from a single assay:

SAMPLE IDENTIFICATION

=|= Is this the correct sample?

Verify sample identity by comparing genetic
fingerprints. Prevent mix-ups and mismatches even
if they originated outside of the lab.

DNA QUANTITY

N
&' Isthere enough DNA?

Understand how much DNA is present within a sample.
Ensure there is enough for all applications.

DNA QUALITY

»jig' Is the DNA of sufficient quality?

Decide if the DNA in a sample is suitable for downstream
analysis by measuring the number of amplifiable DNA
fragments rather than free nucleotides and other
contaminants.
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Panel Selection

Each of the iPLEX® Pro Sample Integrity panels enable rapid and highly accurate sample identification

and DNA quality measurements. SNPs and gender markers are used to generate a sample’s unique
genetic fingerprint. The automated reporter compares this to a reference profile and generates an easy to
interpret Match or Mismatch result. In the same reaction, amplification is compared to built-in controls to
determine how many amplifiable DNA copies are present in the sample.

These pre-designed panels are available for on-demand ordering to get you testing samples quickly. Each
leverages the proven iPLEX Pro chemistry and can be processed in the same run with other applications.

IPLEX PRO SAMPLE ID PANEL

This panel determines a sample’s identity, DNA quality and DNA quantity. It targets 44 SNPs with high
minor allele frequency across major HapMap populations and 3 gender markers.

IPLEX PRO EXOME QC PANEL

This panel determines a sample’s identity, DNA quality and DNA quantity. To screen for sample degrada-
tion, it also provides the number of intact, amplifiable DNA copies across a size range of 100, 200, 300,
400 and 500 nucleotides. It targets 21 SNPs in exonic regions of the genome and 3 gender markers.

Comparing DNA eliminates misidentification:

COMPARISON: COMPARISON:
Non-Tumor vs. Non-Tumor Tumor vs. Non-Tumor

Automated algorithm assigns a match Algorithm is adjusted to account for
score based on the SNP results of two potential loss of heterozygosity (LOH)
samples. The software reporter will in tumor specimens. The software

clearly identify matched and mismatched reporter will clearly identify matched and
samples mismatched samples
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SAMPLE INTEGRITY

Sample Integrity Panel Comparison

Sample Identification

DNA Quantity

DNA Quality

DNA Input

Genomic Region Targeted

Automated Reporting

iPLEX Pro Sample ID Panel

44 SNPs, 3 gender markers

5 controls

Assay measures amplifiable copies
of DNA

5ng+

Intronic & Exonic Regions

Included

iPLEX Pro Exome QC Panel

21 SNPs, 3 gender markers

25 controls

Assay measures amplifiable copies of
DNA at several fragment lengths

5ng+

Exonic Regions

Included

iPLEX Pro Sample ID Panel - SNPs & Genes iPLEX Pro Exome QC Panel - SNPs & Genes
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POLR2A

POLR2A

TBP

ALB

IPO8

POLR2A

POLR2A

TBP

IPO8

HBG2

GUSB

AHSP

RPL27A

TPT1 rs10495563 rs4478844
VIM rs1065457 rs586421
POLR2A rs1127379 rs6420424
RPL27A rs11998387 rs6977125
HBSTL rs1200349 rs7653897
TPT1 rs12594531 rs773901
IPO8 rs1344 rs9131

PDCD2 rs17548783 AHSP
TBP rs2246209 AMEL
PPIA rs2273171 ARSD

HBSTL rs2301771

PDCD2 rs3743165

rs1045728 rs3884596
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iIPLEX Pro Sample Integrity Reporting Software

The iPLEX Pro Sample Integrity panels are accompanied by reporting software that makes sample identity
and DNA quality determination quick and easy. Automated reports clearly show sample information, gender,
the number of amplifiable DNA copies and a match/mismatch analysis.

SUMMARY REPORT

The summary report provides a quick overview, highlighting any unexpected sample matches or mismatches.
It also lists samples that may have failed quality control due to poor quality or low quantity DNA.

e CINa Dart Stimnsary = RUN INFORMATION - Displays details of the
e tor Lo run including name, date and number of samples
DZ“%?EE :::uf;ﬂ‘f‘, 2018 at 10:42:07 a n a |yzed .
Elapsed Time: 5 seconds
S B QC STATUS - Lists samples that may have failed QC
20170621_ExomeQC_PCRdilution 1 1 102 . .
o due to poor quality or low quantity DNA
Unexpected Results
Manates NowTumv o = MATCH / MISMATCH INFORMATION - Clearly
e : identifies samples did not agree with the prescribed

T matching criteria

MATCH REPORT

The Match Report lists identifying information, SNP call and matching score for two samples
involved in a comparison.

= MATCH / MISMATCH INFORMATION -
MATCH 12 3 4 5 6 7 8 9 10111213 14 15 16 17 18 19 20 21
Clearly identifies samples did not agree glllllllll_
with the prescribed matching criteria Penaities (8] @1 [ao] @1 o] &1 @ [o] o] @1 o] @1 [al ] &1 el &)

® HISTORICAL DATABASE - Performs a

MISMATCH 12 3 4 5 6 7 8 9 1011 12 13 14 15 16 17 18 19 20 21
global search across the entire database Al uuull.clnll... o m .clccl
B CT AG AG AG AA T AG AG AG CC AC
to |dent|fy Sample relationships_ Penalties 3 4 4 3 s [l -« 8]l IERENY EY |
® | OCAL COMPARISON - Allows for a quick B vatch Il Momozygous Mismatch
analysis of sample relationships within an Heterozygous Mismatch Missing/Ignored SNP

individual run.
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SAMPLE INTEGRITY

SAMPLE REPORT

Sample Report
Each Sample Report contains identifying .
information, DNA copy number, gender, SNP calls Sample igentfer: NA1031
. Tumor: No
and Unexpected Match/Mismatches. Plte D: 20170621 ExomeQC PCRdilution
Well: HO3
Date: 21-JUN-17 -
Gender:Female | Female | NA | Female |
Low Qualiy: 0 [ Aats | B2 | co | E0 [Nadq]
QC REPORT - [toop [ 2000 | s00tp | 400sp [ soonp]
oo | 2 | e | s | o | s |
L — = L o _ |

Both the iPLEX Sample ID and Exome QC panels
use in-assay control to determine the number of
amplifiable DNA copies present in a sample. The
Exome QC panel provides this quality analysis at
several DNA fragment lengths and generates a
sample degradation curve.

DNA Quality Data

Amplifiable Copy Number: 4334 £ 549 4188 3737 3964 4706 5076

Exome QC Degradation Curves
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ASK ABOUT OUR OTHER APPLICATIONS

The MassARRAY® is a versatile genetic analysis tool and not limited to a single application. Ask for
information regarding our other applications including Oncology, Pharmacogenetics and Hereditary

Genetic Testing.

ORDERING INFORMATION

Catalog No. Item Chemistry
13117F Complete iPLEX Sample ID Panel Set CPM iPLEX Master Mix
13117 Complete iPLEX Sample ID Panel Set iPLEX Master Mix
13118 Complete iPLEX Sample ID Panel Set iPLEX Master Mix
25093F Complete iPLEX Pro Sample ID Panel Set CPM iPLEX Pro

25093 Complete iPLEX Pro Sample ID Panel Set iPLEX Pro

25094 Complete iPLEX Pro Sample ID Panel Set iPLEX Pro

25095 Complete iPLEX Pro Sample ID Panel Set iPLEX Pro

13175F Complete Exome QC Panel Set CPM iPLEX Pro

13175 Complete Exome QC Panel Set iPLEX Pro

13176 Complete Exome QC Panel Set iPLEX Pro
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